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Background: Atherosclerosis can lead to multiple cardiovascular diseases, especially myo-
cardial infarction. Long noncoding RNAs (lncRNAs) are involved in multiple diseases, 
including atherosclerosis. LncRNA HOXA-AS3 was found to be notably upregulated in 
atherosclerosis. However, the biological function of HOXA-AS3 during the occurrence and 
development of atherosclerosis remains unclear.
Materials and Methods: Human vascular endothelial cells (HUVECs) were treated with 
oxidized low-density lipoprotein (oxLDL) to mimic atherosclerosis in vitro. Gene and 
protein expressions in HUVECs were detected by RT-qPCR and Western blot, respectively. 
Cell proliferation was tested by CCK-8 and Ki67 staining. Cell apoptosis and cycle were 
measured by flow cytometry. Additionally, the correlation between HOXA-AS3 and miR- 
455-5p was confirmed by dual luciferase report assay and RNA pull-down. Finally, in vivo 
model of atherosclerosis was established to confirm the function of HOXA-AS3 during the 
development of atherosclerosis in vivo.
Results: LncRNA HOXA-AS3 was upregulated in oxLDL-treated HUVECs. In addition, 
oxLDL-induced growth inhibition of HUVECs was significantly reversed by knockdown of 
HOXA-AS3. Consistently, oxLDL notably induced G1 arrest in HUVECs, while this phe-
nomenon was greatly reversed by HOXA-AS3 siRNA. Furthermore, downregulation of 
HOXA-AS3 notably inhibited the progression of atherosclerosis through mediation of 
miR-455-5p/p27 Kip1 axis. Besides, silencing of HOXA-AS3 notably relieved the symptom 
of atherosclerosis in vivo.
Conclusion: Downregulation of HOXA-AS3 significantly suppressed the progression of 
atherosclerosis via regulating miR-455-5p/p27 Kip1 axis. Thus, HOXA-AS3 might serve as 
a potential target for the treatment of atherosclerosis.
Keywords: atherosclerosis, lncRNA HOXA-AS3, miR-455-5p, p27 Kip1

Introduction
Atherosclerosis is one of the leading causes of myocardial infarction in the world.1 

In fact, atherosclerosis is a multistep disease, which results from multiple risk 
factors,2,3 including dysfunction of HUVECs.4 Various dysfunctions of HUVECs 
including inappropriate proliferation, migration and apoptosis are critical cellular 
events resulting in the occurrence and development of atherosclerosis.5 Therefore, 
the function of HUVECs is crucial for the treatment of atherosclerosis.

Many reports have considered noncoding RNAs (ncRNAs) as possible regula-
tors of multiple diseases.6,7 The ncRNAs, greater than 200 nucleotides in length 
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with limited or no protein-coding capacity are known as 
long non-coding RNAs (lncRNAs).8 LncRNAs have been 
regarded to play a key role in progression of multiple 
diseases, including atherosclerosis.9,10 Wang et al found 
that lncRNA MALAT1 could promote autophagy in 
HUVECs by sponging miR-216a-5p.11 Additionally, Cui 
et al indicated that lncRNA 430,945 promoted the prolif-
eration and migration of vascular smooth muscle cells via 
regulating ROR2/RhoA signaling pathway in 
atherosclerosis.12 Previous studies have indicated that 
HOXA-AS3 could significantly mediate the progression 
of multiple diseases.10,13 In addition, HOXA-AS3 was 
found to be notably upregulated in atherosclerosis.10 

However, the function of HOXA-AS3 in atherosclerosis 
remains unclear. Based on these backgrounds, this 
research aimed to explore the biological function of 
HOXA-AS3 during the progression of atherosclerosis 
in vitro and in vivo.

Materials and Methods
Cell Culture and Treatment
HUVECs were obtained from American Type Culture 
Collection (ATCC, Manassas, VA, USA) and cultured in 
RPMI-1640 medium, supplemented with 10% FBS and 2 
mM Glutamine (Sigma Aldrich, St. Louis, MO, USA) at 
37°C. To mimic in vitro model of atherosclerosis, 
HUVECs were treated with 100 ng/mL oxidized low- 
density lipoprotein (oxLDL) for 48 h according to the 
previous studies.14,15

Cell Transfection
SiRNAs against HOXA-AS3 (HOXA-AS3 siRNA1, 
HOXA-AS3 siRNA2 and HOXA-AS3 siRNA3, 10 
nM) were purchased from Riobo company and trans-
fected into HUVECs using Lipofectamine® 2000 
(Thermo Fisher Scientific, Inc.) according to the manu-
facturer’s instructions. The efficiency of transfection 
was detected by reverse transcription-quantitative PCR 
(RT-qPCR).

For miR-455-5p transfection, HUVECs were trans-
fected with 10 nM miR-455-3p agomir, miR-455-5p 
antagomir or NC by Lipofectamine 2000 according to 
the previous reference.16 MiR-455-5p agomir, antagomir 
and negative control RNAs were purchased from 
GenePharma (Shanghai, China).

Quantitative Real-Time Polymerase Chain 
Reaction (RT-qPCR)
Total RNAs were extracted from cell lines with TRIZOL 
reagent (Invitrogen, Carlsbad, CA, USA). We carried out 
reverse transcription and real-time PCR assays by means 
of PrimeScript RT reagent Kit (Takara, Tokyo, Japan) and 
SYBR premix Ex Taq II kit (Takara, Tokyo, Japan) sev-
erally. β-actin or U6 was used as the internal control. The 
primers for lncRNA HOXA-AS3 were: forward: 5′- 
GGTAAACCGGGCTCGTGTAC-3ʹ and reverse: 5′- 
ATTCAGCCAGAGTTCTCCGC-3′; the primers for p27 
Kip1 were: forward: 5′-TAACTCTGAGGACACGCA 
TTTG-3′ and reverse: 5′-GTTTTGAGTAGAAG 
AATCGTCGG-3′; the primers for miR-455-5p were: for-
ward: 5′-TTGGACTACATCGCTCAACTGA-3′ and 
reverse: 5ʹ-CTCAACTGGTGTCGTGGAGTC-3ʹ; the pri-
mers for U6 were: forward: 5ʹ-CTCGCTTCGGCAGC 
ACAT-3ʹ and reverse: 5ʹ-AACGCTTCACGAATTTGCGT 
-3ʹ and the primers for β-actin were: forward: 5′- 
GTCCACCGCAAATGCTTCTA-3′ and reverse: 5′- 
TGCTGTCACCTTCACCGTTC-3′. 2−ΔΔCT method was 
utilized to measure the relative expression.

CCK-8 Assay
HUVECs cells were seeded in 96-well plates (5×103 per 
well) overnight. Then, cells were treated with 100 μg/mL 
oxLDL, HOXA-AS3 siRNA2 or oxLDL + HOXA-AS3 
siRNA2 for 0, 24, 48 and 72 h, respectively. 10 μL CCK-8 
reagents (Beyotime, Shanghai, China) were added to each 
well and cells were incubated for 2 h at 37°C. Finally, the 
absorbance of HUVECs was measured at 450 nm using 
a microplate reader (Thermo Fisher Scientific).

RNA Pull-Down
For RNA pulldown assay, the Biotin RNA Labeling Mix 
(Roche, Basel, Switzerland) was used to transcribe and 
label probe-control or probe-HOXA-AS3 in vitro. An 
RNA structure buffer (Thermo, MA, USA) was used to 
induce secondary structure formation from the biotin- 
labeled RNAs. Streptavidin beads (Thermo) were 
washed three times with 500 μL of RNA immunopreci-
pitation wash buffer (Thermo Fisher Scientific) and then 
added to the biotinylated RNAs at 4°C overnight. The 
overnight mixture was separated by a magnetic field so 
that streptavidin bead-RNA complexes could be 
obtained. Then, lysates of HUVECs were added to the 

Chi et al                                                                                                                                                               Dovepress

submit your manuscript | www.dovepress.com                                                                                                                                                                                                                    

DovePress                                                                                                                                   

Drug Design, Development and Therapy 2020:14 3652

Powered by TCPDF (www.tcpdf.org)

http://www.dovepress.com
http://www.dovepress.com


complexes and incubated on a rotator at room tempera-
ture for one hour. The incubated mixture was again 
separated with a magnetic field so that streptavidin bead- 
RNA-protein complexes could be obtained.

Cell Cycle Detection
Cell cycle was determined by flow cytometry using Cycle 
Detection Kit I (BD Biosciences, Franklin Lake, NJ, 
USA). After 24 hours of transfection, cells were lifted 
and fixed in pre-cold 70% ethanol at 4°C overnight. 
Then, cells were treated with 100 μL propidium iodide 
(PI)/RNase Staining Buffer (Thermo Fisher Scientific, 
Waltham, MA, USA) at room temperature in the dark for 
30 min. Finally, Flow cytometry (BD Biosciences, 
Franklin Lake, NJ, USA) was used to detect the cell 
cycle distribution and the data were analyzed using the 
Flowjo software (BD, Franklin Lake, NJ, USA).

In vitro Angiogenesis Assay
For angiogenesis assay, 6-well plates were pre-coated with 
matrigel (BD Biosciences, San Jose, CA, USA). Then, 
1×105 HUVECs cells were seeded into each well. After 
24 h of culturing at 37°C, the formation of capillary-like 
structures was photographed and the branch points were 
counted. The tube length was analyzed by the AxioVision 
Rel software version 4.8 (Carl Zeiss AG, Jena, Germany).

Western Blotting
Total protein was isolated from cell lysates by using 
RIPA buffer, and quantified by BCA protein assay kit 
(Beyotime, Shanghai, China). Proteins were resolved on 
10% SDS-PAGE and then transferred onto PVDF (Bio- 
Rad) membranes. After blocking with 5% skim milk in 
TBST for 1 h, the membranes were incubated with 
primary antibodies at 4°C overnight. Then, the mem-
branes were incubated with secondary anti-rabbit anti-
body (Abcam; 1:5000) at room temperature for 1 
h. Membranes were scanned by using an Odyssey 
Imaging System and analyzed with Odyssey v2.0 soft-
ware (LICOR Biosciences, Lincoln, NE, USA). The pri-
mary antibodies used in this study were as follows: anti- 
p27 Kip1 (Abcam, Cambridge, MA, USA; 1:1000), anti- 
Bax (Abcam; 1:1000), anti-cleaved caspase 3 (Abcam; 
1:1000), anti-Bcl-2 (Abcam; 1:1000), anti-cleaved cas-
pase 9 (Abcam; 1:1000), anti-CDK2 (Abcam; 1:1000), 
anti-Cyclin E1 (Abcam; 1:1000) and anti-β-actin 
(Abcam; 1:1000). β-actin was used as an internal control.

Measurement of Mitochondrial 
Membrane Potential (MMP) (∆ψm)
Changes in mitochondrial membrane potential (MMP) 
were measured with JC-1 (5,5ʹ,6,6ʹ-Tetrachloro-1,1ʹ,3,3ʹ- 
tetraethyl-imidacarbocyanine) staining on the FACSan 
flow cytometer. Briefly, cells were plated into 6-well plates 
(3×105 cells/well) overnight. Cells were harvested, washed 
twice with PBS, and then resuspended in 0.5 Ml of com-
plete medium containing 2 μM JC-1 at 37°C for 20 min. 
Finally, the data were analyzed using the flow cytometer in 
the FL1 and FL2 channels.

Immunofluorescence
HUVECs were seeded in 24-well plates overnight. Then, 
cells were treated with NC or HOXA-AS3 siRNA2 for 72 
h. Next, cells were blocked with 10% goat serum for 30 min 
at room temperature and then incubated with anti-Ki67 anti-
body (Abcam, Cambridge, MA, USA; 1:1000) at 4°C over-
night, followed by incubation with goat anti-rabbit IgG 
(Abcam; 1:5000) at 37°C for 1 h. Then, the nuclei were 
stained with DAPI (Beyotime, Shanghai, China) for 5 min. 
Finally, cells were observed under a fluorescence micro-
scope (Olympus CX23, Tokyo, Japan).

Cell Apoptosis Analysis
HUVECs were trypsinized, washed with phosphate buf-
fered saline and resuspended in Annexin V Binding 
Buffer. Then, cells were stained with 5 μL FITC and 5 
μL propidium (PI) for 15 min. After that, cells were 
analyzed using flow cytometer (BD, Franklin Lake, NJ, 
USA) to test the cell apoptosis rate.

Dual Luciferase Reporter Assay
The partial sequences of HOXA-AS3 and 3ʹ-UTR of p27 
Kip1 containing the putative binding sites of miR-455-5p 
were synthetized and obtained from Sangon Biotech 
(Shanghai, China), which were then cloned into the 
pmirGLO Dual-Luciferase miRNA Target Expression 
Vectors (Promega, Madison, WI, USA) to construct wild- 
type or mutate type reporter vectors HOXA-AS3 (WT/ 
MT) and p27 Kip1 (WT/MT), respectively. The HOXA- 
AS3 (WT/MT) or p27 Kip1 (WT/MT) were transfected 
into HUVECs together with control, vector-control (NC) 
or miR-455-5p agomir using Lipofectamine 2000 (Thermo 
Fisher Scientific) according to the manufacturer’s instruc-
tions. The relative luciferase activity was analyzed by the 
Dual-Glo Luciferase Assay System (Promega).
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In vivo Experiment
Fifteen male ApoE−/− mice (aged 7 weeks) were purchased 
from Vital River (Beijing, China) and divided into 3 groups: 
control, high-fat diet (HFD) and HFD + HOXA-AS3 Lenti- 
siRNA2. Mice in control group were fed with normal diet. In 
order to mimic in vivo model of atherosclerosis, mice in 
other groups were fed with HFD (1.25% cholesterol and 
20% lard) for 10 weeks. A HOXA-AS3 knockdown mouse 
model was constructed by injecting a lentivirus (Lenti) 
expressing RNA inference (RNAi) targeting HOXA-AS3 
(HOXA-AS3 Lenti-siRNA2), which was purchased from 
Genepharma (Shanghai, China). In addition, HOXA-AS3 
Lenti-siRNA2 was injected into the tail vein of mice in 
HFD + HOXA-AS3 Lenti-siRNA2 group according to 
a previous study.17 At the end of the study, mice were 
sacrificed for collection of arterial tissues and serum. The 
levels of triglyceride (TG), total cholesterol (TC) and LDL 
cholesterol (LDL-C) in mice were detected by Blood Lipid 
Biochemistry Kit (Beyotime, Shanghai, China). All mice 
were housed under specific pathogen-free (SPF) conditions 
of Hebei Medical University. All in vivo experiments were 
performed in accordance with National Institutes of Health 
guide for the care and use of laboratory animals, following 
a protocol approved by the Ethics Committees of Hebei 
Medical University.

H&E Staining of Coronary Artery
The arterial tissues of mice were fixed with 4% parafor-
maldehyde (PFA) and then embedded in paraffin. Further, 
they were sliced latitudinally, stained by hematoxylin- 
eosin (H&E), and finally shot by a digital microscope 
(magnification: ×100).

Statistical Analysis
Data are presented as the mean ± SD. The comparison 
between two groups was analyzed using Student’s t-test. 
Comparisons among multiple groups were made using 
ANOVAs followed by Tukey’s test using the Graphpad 
Prism 7 (La Jolla, CA, USA). P<0.05 was considered to 
indicate a statistically significant difference.

Results
OxLDL-Induced Growth Inhibition of 
HUVECs Was Significantly Reversed by 
HOXA-AS3 Knockdown
To mimic atherosclerosis in vitro, HUVECs were treated 
with different concentrations of oxLDL (50, 75 or 100 

μg/mL). As indicated in Figure 1A, the expression of 
HOXA-AS3 in HUVECs was significantly upregulated 
by oxLDL in a dose-dependent manner. Based on this 
data, 100 μg/mL of oxLDL was selected of use in the 
following experiments. Next, the transfection efficiency 
of HOXA-AS3 siRNAs was detected by RT-qPCR. The 
results demonstrated that expression of HOXA-AS3 in 
HUVECs was notably downregulated in the presence of 
HOXA-AS3 siRNAs (Figure 1B). Since HUVECs were 
more sensitive to HOXA-AS3 siRNA2, HOXA-AS3 
siRNA2 was selected for use. In addition, CCK-8 
assay indicated that the viability of HUVECs was nota-
bly suppressed by oxLDL, while this phenomenon was 
reversed in the presence of HOXA-AS3 siRNA2 (Figure 
1C). Consistently, the data of Ki67 staining confirmed 
that knockdown of HOXA-AS3 significantly inhibited 
the anti-proliferative effect of oxLDL in HUVECs 
(Figure 1D). Altogether, oxLDL-induced growth inhibi-
tion of HUVECs was significantly reversed by HOXA- 
AS3 siRNA2.

HOXA-AS3 Sponged miR-455-5p in 
HUVECs
In order to explore the mechanism by which HOXA-AS3 
mediated the growth of HUVECs, starbase (http://starbase. 
sysu.edu.cn/) and miRDB (http://www.mirdb.org/) were 
used. As demonstrated in Figure 2A, HOXA-AS3 had 
a putative targeting site of miR-455-5p. In addition, RT- 
qPCR was performed to detect the efficiency of miRNA 
transfection. As we expected, the miR-455-5p agomir or 
antagomir was stably transfected into HUVECs (Figure 
2B). Furthermore, co-transfection of the wild-type HOXA- 
AS3 vector (WT-HOXA-AS3) with miR-455-5p agomir 
significantly reduced luciferase activities compared with 
mutant HOXA-AS3 vector (MT-HOXA-AS3, Figure 2C). 
Besides, the result of RNA pull-down further verified that 
HOXA-AS3 bound to miR-455-5p (Figure 2D). Taken 
together, HOXA-AS3 could sponge miR-455-5p in 
HUVECs.

HOXA-AS3 siRNA2 Notably Suppressed 
oxLDL-Induced Apoptosis of HUVECs via 
Sponging miR-455-5p
Next, JC-1 staining was performed to detect the effect 
of HOXA-AS3 on mitochondrial membrane potential 
in vitro. The data revealed that knockdown of HOXA- 
AS3 significantly relieved the mitochondrial injury in 
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oxLDL-treated HUVECs. However, the protective effect 
of HOXA-AS3 on mitochondrial membrane potential 
was partially abolished in the presence of miR-455-5p 
antagomir (Figure 3A). In addition, flow cytometry was 
used to detect the cell apoptosis. The data revealed that 
oxLDL-induced apoptosis of HUVECs was significantly 
suppressed by HOXA-AS3 siRNA2, while this anti- 
apoptotic effect was partially abolished by miR-455-5p 
antagomir (Figure 3B). However, HOXA-AS3 siRNA2 
alone had very limited effect on apoptosis of HUVECs 
(Figure 3B). Meanwhile, Western blot data indicated the 
expressions of pro-apoptotic proteins (Bax, cleaved cas-
pase 3 and cleaved caspase 9) in oxLDL-treated 
HUVECs were greatly inhibited by HOXA-AS3 knock-
down (Figure 3C–G). In contrast, oxLDL-induced anti- 
apoptotic protein (Bcl-2) decrease was notably reversed 
in the presence of HOXA-AS3 siRNA2 (Figure 3C–G). 
Consistently, the effect of HOXA-AS3 siRNA2 on these 
proteins was partially abrogated by miR-455-5p 

antagomir. All these results revealed that HOXA-AS3 
siRNA2 notably suppressed oxLDL-induced apoptosis 
of HUVECs via sponging miR-455-5p.

HOXA-AS3 Knockdown Obviously 
Inhibited the Progression of Angiogenesis 
in vitro
For the purpose of exploring the role of HOXA-AS3 in 
atherosclerosis, angiogenesis assay was performed. As 
revealed in Figure 4A and B, the branch points of capil-
lary-like structures in oxLDL-treated HUVECs were sig-
nificantly decreased, while this phenomenon was greatly 
improved in the presence of HOXA-AS3 siRNA2. 
Similarly, oxLDL-induced decrease of the tube length of 
HUVECs was greatly reversed by silencing of HOXA- 
AS3, while the protective effect of HOXA-AS3 siRNA2 
on tube length was partially abolished by miR-455-5p 
antagomir (Figure 4C). Altogether, HOXA-AS3 

Figure 1 OxLDL-induced growth inhibition of HUVECs was significantly reversed by HOXA-AS3 knockdown. (A) HUVECs were treated with 0, 50, 75 or 100 μg/mL 
oxLDL for 48 h. Then, the expression of HOXA-AS3 in HUVECs was detected by RT-qPCR. (B) HUVECs were transfected with HOXA-AS3 siRNA1, siRNA2 or siRNA3 
for 24 h. Then, the expression of HOXA-AS3 in HUVECs was measured by RT-qPCR. (C) HUVECs were treated with oxLDL (100 μg/mL), HOXA-AS3 siRNA2 or oxLDL + 
HOXA-AS3 siRNA2 for 0, 24, 48 or 72 h. The viability of HUVECs was detected by CCK-8 assay. (D) The proliferation of HUVECs was detected by Ki67 staining. The Ki67 
positive rate was calculated. Red immunofluorescence indicated Ki67. Blue immunofluorescence indicated DAPI. *P< 0.05 compared to control, **P< 0.01 compared to 
control, ##P< 0.01 compared to oxLDL (100 μg/mL); n = 3.
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knockdown obviously inhibited the progression of angio-
genesis in vitro.

MiR-455-5p Directly Targeted P27 Kip1
To find the direct mRNA target of miR-455-5p, targetscan 
(http://www.targetscan.org/vert_71/) and dual luciferase 
report assay were performed. As indicated in Figure 5A 
and B, p27 Kip1 might be the target of miR-455-5p. Next, 
RT-qPCR and Western blot were performed to verify this 
data. As we expected, the expression of p27 Kip1 in 
HUVECs was significantly downregulated in the presence 
of miR-455-5p agomir (Figure 5C–E). All these data con-
firmed that miR-455-5p directly targeted p27 Kip1.

HOXA-AS3 Mediated the Cycle 
Distribution of HUVECs via Sponging 
miR-455-5p
Since p27 Kip1 played a key role in cell cycle,18 flow 
cytometry was used to detect cell cycle. As shown in 
Figure 6A, oxLDL-induced G1 arrest of HUVECs was 
significantly reversed by HOXA-AS3 siRNA2, while 
this phenomenon was abolished by miR-455-5p antag-
omir. Additionally, oxLDL-induced upregulation of p27 
Kip1 in HUVECs was significantly reversed by HOXA- 
AS3 siRNA2 (Figure 6B and C). Consistently, oxLDL- 
induced decrease of CDK2 and cyclin E1 expressions in 
HUVECs was notably reversed by HOXA-AS3 siRNA2 

Figure 2 HOXA-AS3 sponged miR-455-5p in HUVECs. (A) Gene structure of HOXA-AS3 indicated the predicted target site of miR-455-5p in its 3ʹUTR. (B) HUVECs 
were transfected with 10 μM miR-455-5p agomir or antagomir. Then, the efficiency of transfection was verified by RT-qPCR. (C) The luciferase activity was measured in 
HUVECs following co-transfecting with WT/MT HOXA-AS3 3′-UTR plasmid and miR-455-5p with the dual luciferase reporter assay. (D) RNA pulldown was performed to 
verify the correction between HOXA-AS3 and miR-455-5p. **P<0.01 compared with control; n = 3.
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(Figure 6B, D and E) as well. Consistently, the effect of 
HOXA-AS3 siRNA2 on these proteins was partly abro-
gated by miR-455-5p antagomir (Figure 6B, D and E). 
All these data confirmed that HOXA-AS3 mediated the 
cycle distribution of HUVECs via sponging miR- 
455-5p.

HOXA-AS3 siRNA2 Significantly 
Alleviated the Symptom of 
Atherosclerosis in vivo
In order to confirm the role of HOXA-AS3 in athero-
sclerosis, in vivo mouse atherosclerosis model was estab-
lished. As indicated in Figure 7A, thickened coronary wall 

Figure 3 HOXA-AS3 siRNA2 notably suppressed oxLDL-induced apoptosis of HUVECs via sponging miR-455-5p. HUVECs were treated with oxLDL (100 μg/mL), oxLDL 
+ HOXA-AS3 siRNA2 or oxLDL + HOXA-AS3 siRNA2 + miR-455-5p antagomir. (A) Changes in mitochondrial membrane potential (MMP) were measured with JC-1 
staining on the FACSan flow cytometer. The ratio of mitochondrial membrane potential (MMP) was calculated. (B) Cell apoptosis was detected with Annexin V/PI staining. 
The rate of apoptotic cells was detected by FACS. X axis: the level of Annexin-V FITC fluorescence; Y axis: the PI fluorescence. (C) The protein expressions of Bax, cleaved 
caspase 3, Bcl-2, cleaved caspase 9 in HUVECs were detected by Western blot. (D) The relative expression of Bax was quantified via normalizing to β-actin. (E) The relative 
expression of cleaved caspase 3 was quantified via normalizing to β-actin. (F) The relative expression of Bcl-2 was quantified via normalizing to β-actin. (G) The relative 
expression of cleaved caspase 9 was quantified via normalizing to β-actin. **P<0.01 compared with control, ##P<0.01 compared to oxLDL (100 μg/mL), ^P<0.05, ^^P<0.01 
compared to oxLDL (100 μg/mL) + HOXA-AS3 siRNA2; n = 3.

Figure 4 HOXA-AS3 knockdown obviously inhibited the progression of angiogenesis in vitro. (A) The formation of capillary-like structures was photographed in HUVECs 
was pictured. (B) The branch points were calculated. (C) The capillary length was tested. **P<0.01 compared with control, ##P< 0.01 compared to oxLDL (100 μg/mL), 
^^P<0.01 compared to oxLDL (100 μg/mL) + HOXA-AS3 siRNA2; n = 3.
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in mice was observed after treatment of HFD. However, 
knockdown of HOXA-AS3 ameliorated the pathological 
change of coronary wall (Figure 7A). In addition, the 
levels of TG, TC and LDL-C in serum of mice were 
significantly upregulated by HFD, which were notably 
rescued in the presence of Lenti-HOXA-AS3 siRNA2 
(Figure 7B–D). To sum up, silencing of HOXA-AS3 sig-
nificantly alleviated the symptom of atherosclerosis 
in vivo.

Discussion
Previous studies have revealed that lncRNAs played an 
important role in the development of atherosclerosis.6,7 In 
the present study, we found that HOXA-AS3 was 

significantly upregulated in oxLDL treated HUVECs 
in vitro. Some reports have found that HOXA-AS3 was 
involved in multiple diseases.13,19 For example, HOXA- 
AS3 could promote NF-κB signaling to regulate endothe-
lium inflammation.10 Our current study firstly explored the 
biological function of HOXA-AS3 on atherosclerosis, sug-
gesting that HOXA-AS3 might act as a promoter during 
the occurrence of atherosclerosis.

Next, we further investigate the mechanism by which 
HOXA-AS3 knockdown suppressed the progression of 
atherosclerosis. The data of dual luciferase report assay 
revealed that miR-455-5p was the downstream target gene 
of HOXA-AS3. As we knew, miRNAs have been regarded 
to be highly conserved ncRNAs that exhibit multiple 

Figure 5 MiR-455-5p directly targeted p27 Kip1. (A) Gene structure of p27 Kip1 at the position of 279–285 indicates the predicted target site of miR-455-5p in its 3ʹUTR. 
(B) The luciferase activity was measured after co-transfecting with WT/MT p27 Kip1 3′-UTR plasmid and miR-455-5p agomir in HUVECs using the dual luciferase reporter 
assay. The results were normalized to Renilla luciferase. (C) HUVECs were transfected with miR-455-5p agomir or NC for 24 h. Then, the expression of p27 Kip1 in 
HUVECs was detected by RT-qPCR. (D) Protein expression of p27 Kip1 in HUVECs was detected by Western blot. (E) The relative expression of p27 Kip1 was quantified 
via normalization to β-actin. **P<0.01 vs. control group; n = 3.
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biological functions.20,21 Recent studies suggested that 
miR-455-5p could regulate various kinds of diseases.22,23 

Our research firstly found the function of miR-455-5p on 
atherosclerosis, supplementing the biological role of miR- 
455-5p during the progression of atherosclerosis.

To further explore the biological role of HOXA-AS3 
during the development of atherosclerosis, in vitro 
experiments were performed. We found that downregu-
lation of HOXA-AS3 could inhibit the apoptosis of 
HUVECs induced by oxLDL. Moreover, HOXA-AS3 
knockdown greatly suppressed the expressions of Bax, 
cleaved caspase 9 and cleaved caspase 3 and increased 
the protein level of Bcl-2. Bax, cleaved caspase 3, 
cleaved caspase 9 and Bcl-2 were key regulators of 
cell apoptosis.24–26 Bax, cleaved caspase 9 and cleaved 
caspase 3 have been considered to be the pro-apoptotic 
protein during the cell apoptosis, while upregulation of 
Bcl-2 could inhibit the apoptosis of cells.20,27 Our data 
were consistent with these backgrounds, indicating that 
HOXA-AS3 silencing suppressed the apoptosis of 
HUVECs via inhibiting Bax, cleaved caspase 9 and 
cleaved caspase 3 expressions.

It has been regarded that miRNAs exert their biological 
functions which result from their target genes.21 In this 
research, we firstly found that p27 Kip1 was identified as 
a direct target of miR-455-5p in atherosclerosis. P27 Kip1 
has been regarded as a cell cycle regulator firstly con-
firmed as a cyclin-dependent kinase antagonist.28 It has 
been confirmed that silencing of lncRNA UCA1 could 
curb cell proliferation and accelerate cell apoptosis via 
regulation of p27 Kip1.29 Additionally, LINC-01572:28 
could inhibit granulosa cell growth via a decrease in p27 
Kip1.30 In our study, downregulation of HOXA-AS3 sig-
nificantly decreased the protein level of p27 Kip1. Our 
findings were consistent with the previous studies. 
Collectively, our findings revealed that HOXA-AS3 
knockdown exhibited therapeutic effect on atherosclerosis 
via indirectly targeting p27 Kip1. Otherwise, a previous 
report has suggested that miR-455-5p could suppress the 
growth and invasion of hepatocellular carcinoma cells 
through targeting insulin growth factor receptor (IGF- 
1R).31 This difference may be due to the different diseases.

Moreover, in vitro experiments indicated that silencing of 
HOXA-AS3 notably inhibited G1 arrest in oxLDL-treated 

Figure 6 HOXA-AS3 mediated the cycle of HUVECs via sponging miR-455-5p. (A) The cell cycle distribution in G0/G1, S, and G2 phase after propidium iodide (PI) staining 
of HUVECs were determined by FACS. (B) The expressions of p27 Kip1, CDK2 and Cyclin E1 in HUVECs were detected by Western blot. (C) The relative expression of 
p27 Kip1 was quantified via normalizing to β-actin. (D) The relative expression of CDK2 was quantified via normalizing to β-actin. (E) The relative expression of Cyclin E1 
was quantified via normalizing to β-actin. **P<0.01 compared with control, ##P<0.01 compared to oxLDL (100 μg/mL), ^^P<0.01 compared to oxLDL (100 μg/mL) + HOXA- 
AS3 siRNA2; n = 3.
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HUVECs via upregulating the expression of CDK2 and 
cyclin E1. CDK2 and cyclin E1 have been considered to be 
cell cycle regulators in multiple diseases.32,33 Furthermore, 
Tian et al found that upregulation of miR-154-5p induced cell 
cycle arrest in osteosarcoma via downregulation of CDK2.34 

Overexpression of Monocyte chemoattractant protein- 
1-induced protein 1 (MCPIP1) could inhibit the progression 
of human neuroblastoma through suppression of cyclin E1.35 

Our study was consistent with these data, revealing that 
knockdown of HOXA-AS3 notably inhibited G1 arrest in 
HUVECs through inactivation of CDK2 and Cyclin E1. 
Frankly speaking, we only focused on the effect of HOXA- 
AS3 on cell cycle and apoptosis-related proteins so far. Since 
suppression of Wnt/β-catenin signaling could inhibit the 
progression of atherosclerosis,36 we will further investigate 
the effect of HOXA-AS3 on this signaling pathway.

Taken together, downregulation of HOXA-AS3 signif-
icantly suppressed the progression of atherosclerosis via 
mediation of miR-455-5p/p27 Kip1. Thus, HOXA-AS3 

might serve as a potential target for the treatment of 
atherosclerosis.
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