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Supplementary Figurel
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Supplementary Figure 1
The overall view of all 151
| genes mutation frequencies.
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Supplementary Figure 2 The prognostic analysis
of CHRM2, DSC3, GIMAPS, LAMC2 and PSG7
mutation in SKCM patients.



Supplementary Figure 3

Effect of COL4A3 expression level on SKCM patient survival
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Supplementary Figure 3 Kaplan-Meier graphs exhibiting OS outcomes for low and
high COL4A3 groups.
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Supplementary Figure 4 Kaplan-Meier graphs exhibiting OS outcomes for low and high
groups of DSC3, GIMAPS5, LAMC2.
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