Figure S: (1) Heatmap of hierarchical clustering analysis for group WT vs Model. (2)
Heatmap of hierarchical clustering analysis for group Model vs CRD. The horizontal axis in
the figure represents different experimental groups, the vertical axis represents the
differential metabolites compared in the group, the color blocks at different positions
represent the relative expression levels of corresponding metabolites, the red color
indicates high expression of the substance in the group, and the blue color indicates low

expression of the substance in the group.



Figure S1: Heatmap of hierarchical clustering analysis for group WT vs Model
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Figure S2: Heatmap of hierarchical clustering analysis for group Model vs CRD
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